Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.005 Å; disorder in main residue; R factor = 0.052; wR factor = 0.163; data-to-parameter ratio = 14.1.
In the title complex, [Mn(C 7 H 5 O 3 )(C 27 H 27 N 7 )(C 3 H 7 NO)]-ClO 4 ÁC 3 H 7 NO, the Mn II ion is coordinated in a slightly distorted monocapped trigonal-prismatic geometry. The tris(1-methyl-1H-benzimidazol-2-ylmethyl)amine (Mentb) ligand coordinates in a tetradentate mode and the coordination is completed by a bis-chelating salicylate ligand and a dimethylformamide ligand. The hydroxy group and the ortho H atoms of the salicylate ligand were refined as disordered over two sites with occupancies of 0.581 (8) and 0.419 (8) . Both disorder components of the hydroxy group form intramolecular O-HÁ Á ÁO hydrogen bonds.
Related literature
For the biological activity of benzimidazole compounds, see: Horton et al. (2003) . For related structures, see: Wu et al. (2005 Wu et al. ( , 2009 ).
Experimental
Crystal data [Mn(C 7 Table 1 Hydrogen-bond geometry (Å , ) . We are interested in tris(2-benzimidazolylmethyl)amine and its derivatives and we have previously reported the crystal structure of some related complexes (Wu et al., 2009; Wu et al., 2005) . The benzimidazole core is of a wide interest because of its diverse biological activities, and it is well known in medicinal chemistry (Horton et al. 2003 
To a stirred solution of Mentb (0.5 mmol) in hot methanol (20 ml), Mn(ClO 4 ) 2 .6 H 2 O (0.5 mmol) and a solution of Na(salicylato) (0.5 mmol) in methanol (5 ml) was added. A colorless microcrystalline precipitate was produced and collected by filtration. After drying in air the colorless product was redissolved in DMF/methanol (1:1) and filtered. Light-yellow block-shaped crystals suitable for X-ray diffraction studies were obtained by vapor diffusion of diethyl ether into the filtrate for 4 weeks at room temperature. (Yield 0.12 g, 67%). Elemental analysis found: C, 54.09%; H, 5.59%; N, 14.13%; calcd.
for C40 H46 O9 N9 Mn Cl: C, 54.15%; H, 5.23%; N, 14.21%.
Refinement
All H atoms were geometrically positioned and refined using a riding-model approximation with C-H distances from 0.93 to 0.97 Å and O-H = 0.82 Å, and with U iso (H) = 1.2 U eq (C) or U iso (H) = 1.5 U eq (C methyl ,O). The hydroxy group and the ortho-H atom of the salicylato ligand were refined as disordered over two sites with occupancies 0.581 (8) 
